AMENDMENTS TO THE CLAIMS 



Please amend the claims to read as follows: 
1.-43, (Cancelled) 

44. (Currently Amended) An oligonucleotide 12 to 30 nucleobases in length, or a salt 
thereof, targeted to a nucleic acid molecule encoding apolipoprotein B, wherein the 
oligonucleotide sp e cifically hybridizes to a nucl e ic acid comprising is 100% 
complementary to SEQ ID NO: 3 and wherein the oligonucleotide comprises at least 
8 consecutive nucleobases of SEQ ID NO:27. 

45. (Previously Presented) The oligonucleotide of claim 44 comprising at least one 
modified nucleobase. 

46. (Previously Presented) The oligonucleotide of claim 45 wherein the modified 
nucleobase is a 5-methylcytosine. 

47. (Previously Presented) The oligonucleotide of claim 44 wherein the 
oligonucleotide is a chimeric oligonucleotide. 

48. (Previously Presented) The oligonucleotide of claim 44, wherein the oligonucleotide 
inhibits the expression of the long form of apolipoprotein B, ApoB-100. 

49. (Previously Presented) The oligonucleotide of claim 44, wherein the oligonucleotide 
comprises a modified sugar moiety. 

50. (Previously Presented) The oligonucleotide of claim 49, wherein the modified sugar 
moiety is a 2' substituted sugar moiety or a bicyclic sugar moiety. 

51. (Previously Presented) The oligonucleotide of claim 50, wherein the T substituted 
sugar moiety is a 2'-0-methoxyethyl sugar moiety. 
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52. (Previously Presented) The oligonucleotide of claim 50, wherein the bicyclic sugar 
moiety is a locked nucleic acid. 

53. (Previously Presented) The oligonucleotide of claim 50, wherein the bicyclic sugar 
moiety has a (-CH2-)n group forming a bridge between the 2' oxygen and the 4' 
carbon atoms of the sugar ring, wherein n is 1 or 2. 

54. (Previously Presented) The oligonucleotide of claim 44, wherein the oligonucleotide 
comprises at least one modified intemucleoside linkage. 

55. (Previously Presented) The oligonucleotide of claim 54, wherein the modified 
intemucleoside linkage is a phosphorothioate linkage. 

56. (Previously Presented) The oligonucleotide of claim 44, having 

i. a gap segment of ten linked 2'-deoxynucleosides, 

ii. a 5' wing segment of five linked nucleosides, and 

iii. a 3' wing segment of five linked nucleosides, 

wherein the gap segment is positioned between the 5' wing segment and the 3' wing 
segment, wherein each nucleoside of each wing segment comprises a 2'-0- 
methoxyethyl sugar modification, and wherein each intemucleoside linkage is a 
phosphorothioate intemucleoside linkage. 

57. (Previously Presented) The oligonucleotide of claim 56, the oligonucleotide 
comprising at least one cytosine, wherein each cytosine is a 5-methylcytosine. 

58. (Previously Presented) The oligonucleotide of claim 44, wherein the oligonucleotide 
comprises 20 nucleobases. 

59. (Previously Presented) The oligonucleotide of claim 58, wherein the oligonucleotide 
consists of 20 nucleobases. 
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60. (Previously Presented) The oligonucleotide of claim 44, wherein the oligonucleotide 
is an oligonucleotide salt. 

61 . (Previously Presented) The oligonucleotide of claim 58, wherein the salt is a sodium 
salt. 

62. (Previously Presented) A composition comprising the oligonucleotide of claim 44 
and a pharmaceutically acceptable carrier or diluent. 

63. (Previously Presented) The composition of claim 62 further comprising a colloidal 
dispersion system 
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